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Outline

2017 Epi Data Review

Surveillance News and Updates
• VEDSS/RVCT
• LTBI
• Genotyping

Uses of TB Surveillance Data



Learning Objectives

• Describe the 2017 TB epidemiologic profile for Virginia

• Discuss options for directly entering Report of Verified Case of Tuberculosis 
(RVCT) data into the Virginia Electronic Disease Surveillance System 
(VEDSS)

• Discuss estimated latent tuberculosis infection (LTBI) prevalence rates and 
surveillance changes for LTBI

• Discuss whole genome sequencing (WGS) in the context of TB

• Understand how TB surveillance data is used





























Surveillance News
VDH TB Surveillance team is currently working with local TB programs to train 

district staff in VEDSS and move toward direct entry of Report of Verified 
Case of Tuberculosis (RVCT)
• Potential to improve reporting timeliness
• Potential to improve outbreak/cluster detection as quickly as possibly by 

linking results to genotyping data
• Provide district TB programs with access to all TB and Mycobacterium 

lab results in VEDSS

If your district TB program might be interested, please contact me!

Fairfax is up and running and several other districts have been trained



Surveillance News

2020 RVCT
• CDC is in the final stages of developing an updated RVCT

• Will capture molecular results
• Will add a question about smoking status
• Will capture pregnancy 
• Will capture “country of usual residency” in addition to country of birth
• May enhance specificity of how occupation is captured
• Will include specific additional drugs (such as bedaquiline)
• Will remove immigration status



Surveillance News

Latent tuberculosis infection (LTBI) reporting is coming soon!
• LTBI reporting for all ages will be added to the list of reportable 

conditions as soon as October of 2018
• This is much sooner than originally anticipated!

• Eliminating TB requires expanding testing and treatment of LTBI, but 
surveillance efforts have had mixed results in other states
• ~16 states currently require LTBI reporting

• Additional information will be coming out as soon as possible from TB 
Control with guidance for how to handle incoming reports of LTBI

• As of October 1st, Civil Surgeons are also required to report diagnoses 
of LTBI regardless of state reporting requirements



LTBI – Focusing on prevention below the surface

• The annual percent decline in TB cases in the US has slowed over the past 
several years to just 2%
• To reach TB elimination by 2100, a sustained annual decline of 3.9% is 

required
• Approximately 25% of the world’s population is latently infected 

with Mycobacterium tuberculosis
• Although not infectious, LTBI can be activated years later as infectious TB, 

which is why diagnosing and treating LTBI in high-risk populations is a key 
component of the World Health Organization End TB Strategy

• To reach TB elimination we must begin to focus some of our efforts on LTBI



Estimated Longstanding Prevalence of LTBI by 
County in the U.S.

Simple Estimates for Local Prevalence of Latent Tuberculosis Infection, United States, 2011–2015
Maryam B. Haddad , Kala M. Raz, Timothy L. Lash, Andrew N. Hill, J. Steve Kammerer, Carla A. Winston, Kenneth G. Castro, Neel R. Gandhi, and Thomas R. Navin
Author affiliations: Centers for Disease Control and Prevention, Atlanta, Georgia, USA (M.B. Haddad, K.M. Raz, A.N. Hill, J.S. Kammerer, C.A. Winston, T.R. Navin); Emory University, 
Atlanta (M.B. Haddad, T.L. Lash, A.N. Hill, C.A. Winston, K.G. Castro, N.R. Gandhi)

3.1% estimated 
prevalence of LTBI 
nationwide

NHANES estimates 
are about 1% in 
U.S.-born and 13% 
in Non-U.S.-born



Estimated Longstanding LTBI Prevalence by 
County in Virginia

Haddad MB, Raz KM, Lash TL, Hill AN, Kammerer JS, Winston CA, et al. Simple estimates for local prevalence of latent tuberculosis infection, United States, 2011–2015. Emerg
Infect Dis. 2018 Oct [date cited]. https://doi.org/10.3201/eid2410.180716

2.8% estimated 
prevalence of 
longstanding LTBI 
statewide

https://doi.org/10.3201/eid2410.180716


Estimated Longstanding LTBI Prevalence among 
Non-U.S.-born, by County 
Based on simple back calculation from all genotyped active TB cases in 2011-2015

Haddad MB, Raz KM, Lash TL, Hill AN, Kammerer JS, Winston CA, et al. Simple estimates for local prevalence of latent tuberculosis infection, United States, 2011–2015. Emerg
Infect Dis. 2018 Oct [date cited]. https://doi.org/10.3201/eid2410.180716

20.2% estimated 
prevalence of 
longstanding LTBI 
statewide among 
Non-U.S.-born

https://doi.org/10.3201/eid2410.180716


Estimated Longstanding LTBI Prevalence among 
U.S.-born, by County 
Based on simple back calculation from all genotyped active TB cases in 2011-2015

Haddad MB, Raz KM, Lash TL, Hill AN, Kammerer JS, Winston CA, et al. Simple estimates for local prevalence of latent tuberculosis infection, United States, 2011–2015. Emerg
Infect Dis. 2018 Oct [date cited]. https://doi.org/10.3201/eid2410.180716

0.7% estimated 
prevalence of 
longstanding LTBI 
statewide among 
U.S.-born

https://doi.org/10.3201/eid2410.180716


Surveillance News

CDC is moving from classic genotyping to whole genome sequencing this year 
for improved TB cluster and outbreak detection

• Conventional Genotyping:
• Represents <1% of the pathogen’s genome
• Targets are stable over long periods of time
• Data is difficult to interpret when highly related strains remain 

circulating in a community for long periods of time
• Whole genome sequencing

• Represents ~90% of the pathogen’s genome
• Mutations accumulate at the rate of 0.5 SNPs per year



Why is accurate and complete TB data so 
important?
• Helps ensure appropriate patient follow-up
• Helps ensure that Virginia’s TB burden is represented at a local and state 

level
• Allows for measurement of TB program performance
• Provides data to support policy development
• Provides data to support program resource requests
• Data is directly connected to funding



End Uses of TB Surveillance Data

RVCTs

Contact Investigation 
Summaries

TB Follow-Up 
Worksheets

Epi Reports
CDC Annual Report
VA TB Control Annual Reports
Program Performance – NTIP
TB GIMS
NTSS

Program Performance – NTIP and ARPEs

Program Performance – NTIP and ARPEs



National TB Surveillance System (NTSS)



Tuberculosis Genotyping Information Management 
System (TB GIMS)



National TB Indicators Project (NTIP)





Proposed 2020 
Funding Formula



Questions?

laura.r.young@vdh.virginia.gov

Thank you for all that you do to provide this data which allows Virginia to 
track our movement toward TB elimination

Without your diligent and compassionate work, we would not be where we 
are today
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